Land Cover and Life Stage Associations with Trypanosome Infections in the Kissing Bug Rhodnius pallescens
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3. Determination of habitat types at sampling sites: Google Earth
Engine was used to define the dimensions of each patch of palms, and a |
200-meter buffer was added around the polygon. The land cover within |
| the patch and buffer zone was determined using forest cover and land |
use data from 2021 published by Panama’s Ministry of the Environment. |
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Figure 4. Generalized Additive Models (GAMs) depicting the relationships between infection type, habitat, and life stage.
Significant associations are marked with stars.




